SUBJECT INDEX 


A 


Abscisic acid (ABA) 
ozone exposure and, 350 
root water status and, 
328-29 
1-Acetoxy-2-hydroxy-4-oxo- 
heneicosa-12,15-diene 
antifungal properties, 423 
Acremonium coenophialum, 
121-22 
symbiosis, 112 
Acremonium endophytes 
symbiosis with grasses, 
109-26 
Acremonium lolii 
symbiosis, 113 
Acremonium uncinatum, 
113, 121 
Africa 
wheat diseases and, 507-8 
Agricultural Experiment 
Station (AES), 3-12 
Agricultural science 
difficulties facing, 8 
Agriculture 
nematode management 
and, 201-21 
Agrobacterium tumefaciens 
gene transfer and, 300 
lactone autoinducers, 163 
Aiken R, 325-43 
Alar, 529 
Albugo candida 
genotype-specific 
resistance and virulence 
and, 37 
Alfalfa dwarf disease, 136 
Alfalfa mosaic virus (AMV) 
vector transmission, 229 
Alfamoviruses 
vector interactions, 239 
Alkaloids 
antiherbivore, 112-14 
Alopecurus aequalis 
rice black-streaked dwarf 
virus and, 250 
rice gall dwarf virus and, 
254 
Alternaria alternata, 420 
resorcinol and, 422-23 
Alternaria blotch, 534 
Alternaria brassicicola, 373 
Alternate middle spraying 
pesticide application and, 
538 


Amaranthus, 91 


American Phytopathological 
Society (APS), 17, 19-20 
Aminopyrrolizidines 
anti-insect effects, 113 
Amphids, 183-84 
ultrastructure changes, 
187-88 
Anguina tritici, 204 
Anthoxanthum odoratum, 38 
asexual 
virus infection and, 40 
Anthranilic acid 
appressorium formation 
and, 415-16 
Anthriscus yellows 
waikavirus (AYV) 
aphid transmission, 238 
Antibiotics 
stem rust pathogen and, 16 
Antiherbivore alkaloids, 
112-14 
Aphelenchoides arachidis, 
204, 206 
Aphelenchoides besseyi, 204 
Aphids 
plant virus transmission 
and, 228-29 
rice giallume virus 
transmission and, 255 
Apple blotch, 542 
Appressoria, 374-76 
quiescence, 415-120 
Arabdopsis thaliana 
genotype-specific 
resistance and virulence, 
37 
Arabidopsis 
ozone exposure and, 353 
resistance to pathogens 
and, 494 
Arabinopyranosidase 
Telletia controversa and, 75 
Arabis holboellii 
frequency-dependent 
infection, 39 
Argentine stem weevil, 113 
Arisaema triphyllum 
asexual progeny 
rust infection and, 40 
Armillaria gallica 
Hardy-Weinberg 
equilibrium, 467 
phylogenetic analysis, 468 
recombination in mtDNA, 
471 
Arrabidaea verrucosa, 579 
Artemisia douglasiana, 135 
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Ascaris lumbricoides, 183 
Ascorbate 
apoplastic 
ozone exposure and, 353 
Asexual reproduction 
pathogen infection and, 
39-41 
plant pathogenic fungi and, 
457-58 
Asia 
wheat diseases and, 508-9 
Aspergillus niger 
quiescent infection and, 424 
Atkinsonella hypoxylon, 37, 
38 


Aurora Sporealis, 19 
Ausher R, 51-65 
Avenacin, 422 
Avirulence genes 
bacterial, 153-71 
evolution, 170-71 
function, 160-69 
pathogenicity and, 169-70 
race specificity, 154-56 
structural features, 156-60 
Avocado 
resistance to quiescent 
germinated appressoria, 
423-24 
AVR elicitor-binding 
proteins, 399-401 
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Bacteria 
avirulence genes, 153-71 
evolution, 170-71 
function, 160-69 
pathogenicity and, 169-70 
race specificity, 154-56 
structural features, 156-60 
See also Xylem-limited 
bacteria 
Bacterial leaf streak, 505 
wheat resistant, 520-21 
Bacterial wilt of tomato 
quantitative resistance and, 
490-91 
Bactericides 
tree fruit pathogens and, 
529 
Balansieae 
Epichloé and, 118-19 
Banana nematode, 204 
Barley 
composite crosses, 42 
ozone exposure and, 353 
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rice black-streaked dwarf 
virus and, 250 
Barley mild mosaic virus 
(BaMMV) 
Polymyxa graminis and, 
96-98 
Barley powdery mildew 
fungus 
multilocus population 
structure, 459 
Barley seed 
infected 
germination and seedling 
development and, 37 
Barley yellow dwarf (BYD), 
504 


wheat resistant, 520 
Barley yellow dwarf virus 
(BYDV), 254-55 
vector, 113 
Basic B-1,3-glucanase 
ozone exposure and, 
350-51 
Basidiospores, 577 
Beech 
ozone exposure and, 356 
sexual reproduction by seed 
pathogen infection and, 40 
Beet cyst nematode 
phasmids, 184 
Beet necrotic yellow vein 
virus (BNYVV), 307 
Polymyxa betae and, 96-97 
Beet yellows virus (BYV) 
vector transmission, 238 
Benalaxyl, 550 
Benomyl 
pathogens resistant, 535-36 
restrictions on use, 537 
Ben-Ze’ev IS, 51-65 
Benzimidazoles 
sooty blotch and flyspeck 
and, 534 
Benzoic acid 
fungitoxic activity, 424 
Bermuda grass 
Clavibacter xyli and, 133 
Bermuda grass stunting 
disease 
pathogen, 132 
Bipolaris maydis 
race T, 41 
Bipolaris sorokiniana, 505 
Birch 
ozone exposure and, 356 
Bitertanol 
dwarf bunt disease and, 78 
Bitter rot, 533 
Bixa orellana, 579 
Black rot, 533 
Bot rot, 533 
Botryosphaeria ribis, 420 


Botrytis allii 
quiescent hyphae, 415 
Botrytis cinerea 
germination 
antagonistic fungi and, 
4 


hyphal adhesion, 369-70 
quiescent infection and, 424 
tomatine and, 421-22 
Brachiaria ramosa 
rice necrosis mosaic virus 
and, 258 
Brachyelytrum erectum, 121 
Brachypodium sylvaticum, 
118 
Bradyrhizobium japonicum 
glucans secreted, 389 
Bridge J, 201-21 
Brome mosaic bromovirus 
fungal transmission, 101-2 
Bromoviruses, 306 
Bromus, 73 
Brooks fruit spot, 533 
Butanolides, 163 
Bymoviruses 
modes of transmission, 
98-100 


E 


Cacao witches’ broom, 
573-91 
Caenorhabditis elegans, 
182 
Campbell RN, 87-102 
Candida albicans 
Hardy-Weinberg 
equilibrium, 467 
Cane 
Clavibacter xyli and, 133 
Capsella bursa-pastoris, 38 
Captan 
restrictions on use, 537 
Carboxin 
dwarf bunt disease and, 79 
Carlaviruses 
vector interactions, 239 
Carmoviruses 
modes of transmission, 94 
Carnation etch ring virus 
(CERV), 233 
Catechin 
ozone exposure and, 355 
Cauliflower mosaic virus 
(CaMV) 
double-stranded DNA 
genome, 302 
vector transmission, 229, 
234-38 
Caulimoviruses 
aphid transmission factor, 
233-38 


complementation systems, 
311-12 
genetic rearrangements 
and, 313-14 
Cedar apple rust 
control, 541 
Cercospora zea-maydis 
quantitative resistance and, 
490 
Cereal Rust Laboratory, 16 
Chaetocnema pulla 
rice yellow mottle virus 
transmission and, 266 
Chemoreception 
nematode, 181-96 
amphidial secretions and, 
185-87 
Chenopodium necrosis virus 
(ChNV) 
modes of transmission, 96 
Cherry leafspot 
alternate middle spraying 
and, 538 
Chestnut blight fungus 
multilocus population 
structure, 459 
Chlamydospores, 577 
Chloroplast pigments 
ozone exposure and, 355 
Chondrilla recondita 
frequency-dependent 
infection, 38 
Chrysomelid beetles 
rice yellow mottle virus 
transmission and, 266 
Chytridiomycetes 
plant virus transmission 
and, 88 
CIMMYT Wheat Program, 
511-13 
Cinnamy] alcohol 
dehydrogenase 
induction 
ozone exposure and, 
354-55 
Citrus 
resistance to wound 
pathogens, 424 
Citrus blight 
Xylella fastidiosa and, 133 
Citrus tristeza virus 
vector transmission, 238 
Cladosporium fulvum, 162, 
399 
avr9 gene expression, 315 
hyphae, 368 
Clavibacter xyli, 132 
detection, 136-37 
transmission, 142 
Claviceps purpurea 
ergot alkaloid synthesis, 
115 





Clavicipitaceae 
Epichloé and, 118-19 
Clay K, 29-45 
Closteroviruses 
vector transmission, 238 
Clove 
Pseudomonas syzgii and, 
133 
Sumatra disease, 132 
Coccidioides immitis 
multilocus population 
structure, 459 
phylogenetic analysis, 
7-68 


Cochliobolus 
appressoria, 374, 379 
Cochliobolus carbonum 
mating type ratio, 466 
population structure, 462 
Cohen Y, 549-58 
Colletotrichum 
appressoria, 374-76 
germ tubes, 368 
Colletotrichum 
gloeosporioides 
appressoria, 375 
differentiation 
plant waxes and, 416 
spore germination 
ethylene and, 419-20 
Colletotrichum graminicola 
cutinase, 370 
Colletotrichum lagenarium 
penetration hyphae, 377 
Colletotrichum 
lindemuthianum 
infection structures, 370 
penetration hypha 
development, 376-77 
Colletotrichum musae 
subcuticular hyphae, 
416-17 
Colletotrichum piperatum 
quiescent spores, 414-15 
Competition 
sexual reproduction and, 32 
Conifers 
ozone exposure and, 
353-56 
Conocephalus merumontanus 
rice yellow mottle virus 
transmission and, 266 
Cowpea mosaic virus 
(CPMV) 
epitope presentation, 
310-11 
Crinipellis perniciosa, 
576-79 
epidemiology, 583-87 
host resistance, 580-82 
pathogenic variations, 
578-79 


Crop cultivars 
nematode-resistant, 211-12 
Crop husbandry 
nematode management 
and, 218-19 
Crop rotation 
nematode management 
and, 209-11 
Cryphonectria parasitica 
mating type ratio, 466 
mixed mating system, 
461-62 
multilocus population 
structure, 459 
Cryptogein, 399 
Cucomoviruses 
vector interactions, 239 
Cucumber leaf spot virus 
(CLSV) 
modes of transmission, 95 
Cucumber mosaic virus 
(CMV) 
vector transmission, 228, 
229 
Cutinase, 370, 371-73, 426 
Cymbidium ringspot virus 
(CyRSV), 312 
Cytokinin 
ozone exposure and, 350 
shoot utilization of 
nitrogen and, 330-31 
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Dactylis glomerata, 117 
Daminozide, 529 
Danthonia epilis, 37 
Danthonia spicata, 38 
Deciduous trees 
ozone exposure and, 356 
Deising H, 367-81 
1-Deoxycapsidion 
induction of quiescence in 
fruit and, 425 
Depletion theory 
plant growth and, 341-42 
Developing countries 
plant clinics and, 51-65 
Dianthoviruses 
modes of transmission, 96 
Diaporthe perniciosa 
quiescent infection and, 424 
Dicarboximide fungicides 
pathogens resistant, 536 
Difenoconazole 
dwarf bunt disease and, 
78-79 
2,3-Dihydroxybenzoic acid 
chelating properties, 
415-16 
Dinebra retroflexa 
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rice yellow mottle virus 
and, 266 
Diplodia natalensis 
quiescent hyphae, 415 
quiescent mycelia 
ethylene and, 421 
Disease 
genetic basis, 32-36 
Disease resistance 
gene-for-gene model, 31 
quantitative trait locus 
mapping and, 479-98 
Ditylenchus africanus, 204 
Ditylenchus angustus, 215 
Ditylenchus dipsaci, 27, 204 
DMI fungicides 
pathogens resistant, 536 
DNA-DNA hybridization 
Xylella fastidiosa and, 137 
DNA markers 
quantitative trait locus 
mapping and, 480, 
482-84, 496 
DNA plant viruses 
double-stranded, 304—5 
replication, 239 
Dodine 
pathogens resistant, 535 
Dopamine 
antifungal activity, 421 
Dothiorella dominicana 
quiescent hyphae, 415 
Dubin HJ, 503-22 
Dwarf bunt disease, 67-82 
control, 78-79 
host-parasite interactions, 
79-80 
pathogen identification, 
73-77 


E 


Echinochloa cruz-galli, 135 
Ecologic fitness 
plant growth and, 341-42 
Electron microscopy 
Telletia controversa and, 74 
Xylella fastidiosa and, 136 
Eleusine indica 
rice yellow mottle virus 
and, 266 
Elicitin-binding proteins, 
398-401 
Elicitins, 397 
Enchynochloa hoja blanca 
virus, 256-57 
Endesmadienol 
induction of quiescence in 
fruit and, 425 
Environmental Protection 
Agency (EPA), 537 
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Enzyme-linked 
immunosorbent assay 
(ELISA) 

Xylella fastidiosa and, 136 

Epicatechin 

lipoxygenase activity and, 
423-24 
Epichloé 
interspecific hybrids, 
121-22 
relationship with fungi, 
118-19 
speciation, 120-21 
Epichloé endophytes 
alternative life cycles, 
110-12 
host compatibility, 115-18 

Epichloé festucae, 124 

Epichloé-grass symbiosis, 
109-26 

Epichloé typhina 

inheritance of genes, 118 
interactions with perennial 
ryegrass, 117 
Epistatic selection, 463 
Eragrostis tenuiflia 
rice yellow mottle virus 
and, 266 
Ergopeptines, 113 
Erigeron glaucus 
selfed progeny 
thrip infection and, 40 
Erwinia amylovora, 532 
hrp genes, 166 
Erwinia carotovora 
lactone autoinducers, 163 
Erwinia chrysanthemi 
hrp genes, 166 
Erwinia stewartii, 132 
Erysiphe fischeri 
genotype-specific 
resistance and virulence 
and, 37 
Erysiphe graminis f. sp. 
hordei 
cutinase, 370 
gametic disequilibrium, 
464-65, 472-75 
genotypic diversity, 466 
multilocus population 
structure, 459 
sexual fruiting bodies, 466 
Esser RP, 25-28 
Etaconazole 
dwarf bunt disease and, 78 
Ethylene 
appressorium formation 
and, 419 
biosynthesis 
ozone tolerance and, 350 
quiescent mycelia and, 421 


Ethylene bisdithiocarbamate 
(EBDC) fungicides, 
537-38 

Eupatorium chinense 

asexual 
virus infection and, 40 


F 


Fagus grandifolia 
sexual reproduction by seed 
pathogen infection and, 40 
Fagus sylvatica 
ozone exposure and, 356 
Falcarindiol 
induction of quiescence in 
fruit and, 425 
Falcarinol 
induction of quiescence in 
fruit and, 425 
Fallows 
nematode management 
and, 212-13 
Festuca, 73 
Festuca arizonica 
symbiota, 114 
Festuca arundinacea var. 
genuina 
symbiota, 112-13 
Festuca rubra 
endophytes, 116 
pleiotropic symbiosis, 111 
Figwort mosaic virus 
(FMV), 233 
Fire blight 
control, 541 
forecasting systems, 532 
Flame chlorosis (FC) 
fungal transmission, 101 
Flax rust, 14, 15 
Flooding 
nematode management 
and, 215-16 
Fluorescent antibody labeling 
Xylella fastidiosa and, 136 
Flyspeck, 533 
benzimidazole fungicides 
and, 534 
Foot-and-mouth disease 
virus, 317 
Free fatty acids 
Telletia controversa 
teliospores and, 80 
Freesia leaf necrosis agent 
(FLNA), 100-1 
Fruit tree disease 
biological control, 540 
cultural practices and, 
540-41 
forecasting models, 530-35 
fungicide resistance and, 
535-37 


fungicide restrictions and, 
537-38 
horticultural practices and, 
541-43 
management, 527-43 
pesticide application 
techniques and, 538-40 
Fungal populations 
detection of recombination, 
470-71 
frequency of 
recombination, 471-73 
multilocus structure, 
457-74 
random mating and, 462-70 
Fungi 
alkaloid expression in 
symbiota and, 114 
appressoria, 374-76 
colonization 
quiescence and, 420-28 
hyphae 
adhesion, 369-70 
apical growth, 368-69 
parasitic 
plant penetration and, 
367-81 
pathogenicity factors 
induction, 426-28 
transmission of plant 
viruses and, 87-102 
Fungicides 
dwarf bunt disease and, 78 
resistance, 535-36 
restrictions on use, 537-38 
sooty blotch and flyspeck 
and, 534 
stem rust pathogen and, 16 
tree fruit pathogens and, 
529 
witches’ broom disease 
and, 588-89 
Furoviruses 
modes of transmission, 
98-100 
Fusarium nivale \eaf blotch, 
504 
Fusarium oxysporum 
hyphae accumulation, 368 
Fusarium oxysporum f. sp. 
vasinfectum 
penetration hyphae, 370-71 
Fusarium scab, 504 
wheat resistant, 520 
Fusarium solani f. sp. pisi 
cutinase, 371-73 


G 


Gaeumannomyces graminis 
var. avenae, 422 
Gametic disequilibrium 





fungal populations and, 
463-65 


Geminiviruses, 305 
genetic rearrangements 
and, 313-14 
Gene expression 
transient 
virus-based systems and, 
301-2 
Gene-for-gene (GFG) model 
plant disease and, 32-36 
resistance and virulence 
and, 31 
Gene postulation 
leaf rust resistance genes 
and, 444-45 
General Agreement on Trade 
and Tariffs (GATT), 542 
Genetic diversity 
host/pathogen interactions 
and, 29-30 
Genetic engineering 
xylem-limited bacteria and, 
139 
Genetic markers 
phenotypes and, 463-64 
Genotype diversity 
sexual reproduction and, 
459 
Gisi Y, 549-58 
Globodera 
amphidial secretions, 
185-87 
sex pheromones and, 
189-90 
Globodera pallida 
sex pheromones and, 
191-94 
Globodera rostochiensis, 182 
amphids, 184 
sex pheromones and, 
191-94 
Gloeosporium perennans 
quiescent infection and, 424 
Glomerella cingulata, 425 
Glucans, 389-92 
hyphal, 368 
Glucoronidase 
Telletia controversa and, 75 
Glycine argyrea 
genotype-specific 
resistance and virulence, 
37 
Glycine cannescens 
genotype-specific 
resistance and virulence, 
37 
resistance genes, 35 
Glycopeptide/protein 
elicitor-binding proteins, 
394-96 
Grafting 


nematode management 
and, 216 
Grape 
Xylella fastidiosa and, 133 
Grapevine fanleaf virus 
vector, 88 
Grapevines 
leaf scorch and, 134-35 
Grasses 
fungal symbionts, 109-26 
Gray leaf spot fungus of 
maize 
quantitative resistance and, 
490 


H 


Hahn M, 367-81 
Hahn MG, 387-404 
Hardy-Weinberg equilibrium 
plant pathogenic fungi and, 
467 


Hart H, 13-23 
Hazard Analysis Critical 
Control Point (HACCP), 
538 
Helicotylenchus, 27 
Hemicycliophora paradoxa, 
188 
Hepta-B-glucoside 
elicitor-binding proteins, 
389-92 
Heracleum virus 6 
vector transmission, 238 
Herbaceous plants 
ozone exposure and, 353 
Heterobasidion annosum 
root attack 
ozone and, 356-57 
Heterodera 
amphidial secretions, 
185-87 
sex pheromones and, 
189-90 
Heterodera glycines 
amphids, 184 
quantitative resistance and, 
491-92 
Heterodera rostochiensis, 27 
Heterodera schachtii, 27 
phasmids, 184 
Heterorhabditis 
bacteriophora, 114 
Hexachlorobenzene 
dwarf bunt disease and, 78 
Hibino H, 249-69 
High Rainfall Wheat 
Screening Nursery 
(HRWSN), 518 
High Rainfall Wheat Yield 
Trial (HRWYT), 518 
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High Temperature Wheat 
Yield Trial (HTWYT), 
518 

Hirschmanniella oryzae, 214 

Hirschmanniella miticausa, 
205 

“Hitchhiking”, 460 

Hopkins DL, 131-45 

Hordeum vulgare 

composite crosses, 42 

Hull R, 275-95 

Human immunodeficiency 
virus (HIV), 317 

Human rhinovirus 14 
(HRV-14), 317 

Hyphae 

adhesion, 369-70 
apical growth, 368-69 
development 

quiescence and, 415 
penetration 

quiescence and, 420-28 


I 


Immunoblotting 
Xylella fastidiosa and, 137 
Immunogold labeling 
Xylella fastidiosa and, 136 
Indolediterpenes, 113 
Insects 
biological control agent, 27 
Integrated Pest Management 
(IPM), 529, 540 
International Stem Rust 
Nursery, 16 
International Witches’ 
Broom Project (IWBP), 
583 
Iprodione 
restrictions on use, 537 


J 


Jack-in-the-pulpit 
asexual progeny 
rust infection and, 40 
Jackson AO, 299-319 
Jasmonic acid, 163 
Jeffrey pine 
ozone exposure and, 355 


K 


Kolmer JA, 435-51 
Kover PX, 29-45 


L 


Lagena radicicola, 88 
Laodelphax striatellus 
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rice black-streaked dwarf 
virus transmission and, 
250-51 
rice stripe virus 
transmission and, 260-61 
Late-blight fungus 
multilocus population 
structure, 459 
Late-blight fungus of potato 
quantitative resistance and, 
489-90 
Leach JE, 153-71 
Leafhoppers 
plant virus transmission 
and, 238 
Leaf rust, 504 
genetic resistance, 435-51 
resistance, 519 
Leaf rust resistance genes, 
436-38 
expression, 438-44 
Lectins 
nematode chemoreception 
and, 185 
Leersia orizoides 
rice giallume virus and, 255 
Lettuce 
big vein disease 
transmission, 88 
Lettuce big vein virus 
(LBVV), 88 
Olpidium brassicae and, 
96-98 
transmission, 100-1 
Lettuce ring necrosis agent 
(LRNA), 97 
Light 
wheat-stem rust 
host-pathogen system 
and, 16 
Light microscopy 
Telletia controversa and, 75 
Ligniera, 88 
Linoleic acid 
Telletia controversa 
teliospores and, 80 
Linum marginale 
genotype-specific 
resistance and virulence, 
37, 41 
Lipids 
Teiletia controversa 
teliospores and, 80-81 
Lipoxygenase 
epicatechin and, 423-24 
Lisianthus necrosis virus 
(LNV) 
modes of transmission, 96 
Listronotis bonariensis, 113 
Livestock agriculture 
forage grass endophytes 
and, 112-14 


Livestock toxicosis, 115 
Lolines, 113-14 
anti-insect effects, 113 
Lolitrem B, 113 
Lolium perenne, 113 
Long-horned grasshopper 
rice yellow mottle virus 
transmission and, 266 
Longidorus leptocephalus 
pharyngeal nerve system, 
184 
Ludwigia perennis 
rice necrosis mosaic virus 
and, 258 


M 


Magnaporthe 
appressoria, 374-76 
Magnaporthe grisea 
germ tubes, 368 
penetration hypha 
development, 376-77 
Maize 
Clavibacter xyli and, 133 
gray leaf spot fungus 
quantitative resistance 
and, 490 
morphological and 
agronomic traits 
quantitative trait locus 
mapping and, 486-87 
rice black-streaked dwarf 
virus and, 250 
rice tungro bacilliform 
virus promoter and, 284 
Maize chlorotic dwarf 
waikavirus (MCDV) 
vector transmission, 238 
Maize dwarf mosaic 
potyvirus 
fungal transmission, 102 
Maize streak virus (MSV), 
305, 308 
Maize white line mosaic 
virus (MWLMV) 
modes of transmission, 95 
Mango 
antifungal compounds, 
422-23 
Marine nematodes, 26, 27 
Mathre DE, 67-82 
Megaenvironments 
wheat breeding and, 
511-13 
Melampsora lini 
genotype-specific 
resistance and virulence 
and, 37, 41 
Melanin 
hyphal, 368 
Meloidogyne 


amphidial secretions, 
185-86 
Meloidogyne incognita 
amphids, 184 
Meloidogyne javanica, 219 
Meloidogyne marylandi 
endophyte conferring 
resistance, 114 
Mendgen K, 367-81 
Mermithids, 26, 27 
Metalaxyl, 550 
pathogen resistance, 
564-66 
Mexico 
wheat breeding sites, 
515-16 
Microbial elicitors 
receptors in plants, 387-404 
Milgroom MG, 457-74 
Miti-miti disease, 205 
Monilinia fructicola, 417-18 
Monilinia laxa, 418 
Monoterpenes 
ozone exposure and, 355 
Mucor circinelloides 
plant virus transmission 
and, 102 
Multiple cropping 
nematode management 
and, 219-20 
Mutation 
gametic disequilibrium 
and, 469 
Mutualism 
Epichloé-grass symbiosis 
and, 124-25 
Mycelial fungi 
plant virus transmission 
and, 101-2 
Mycosphaerella 
graminicola, 470 
sexual reproduction, 464 


N 


National Agricultural 
Research Systems 
(NARS) 

wheat breeding and, 
523-24 
Necator americanus 
amphids, 187 
Necrotic leaf blotch, 533 
Necroviruses 
modes of transmission, 
96 

Nectria galligena, 424 

Nectria haematococca, 422 

Nematodes 

behavioral analyses, 
188-90 
chemoreception, 181-96 





amphidial secretions and, 
185-87 
electrophysiological 
analyses, 190-95 
endophyte conferring 
resistance, 114 
grapevine fanleaf virus 
transmission and, 88 
management in agriculture, 
201-21 
marine, 26, 27 
sensilla, 183-84 
sex pheromones and, 
189-90 
Nephotettix cincticeps 
rice bunchy stunt virus 
transmission and, 251 
rice dwarf virus 
transmission and, 252-53 
rice gall dwarf virus 
transmission and, 254 
rice transitory yellowing 
virus transmission and, 
262 
rice tungro virus 
transmission and, 263 
Nephotettix nigropictus 
rice dwarf virus 
transmission and, 252 
rice gall dwarf virus 
transmission and, 254 
rice transitory yellowing 
virus transmission and, 
262 
rice tungro virus 
transmission and, 263 
Nephotettix virescens 
rice bunchy stunt virus 
transmission and, 251 
rice transitory yellowing 
virus transmission and, 
262 
rice tungro virus 
transmission and, 263-65, 
275 
Nicotiana plumbaginifolia 
ozone-induced gene 
expression, 351 
rice tungro bacilliform 
virus promoter and, 284 
Nicotiana tabacum 
hypersensitive necrosis, 398 
rice tungro bacilliform 
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